
−5.46

−2.83

−0.19

2.44
hsa−miR−584

G
S

Z
mBL
intermediate
non−mBL

DNAJC6
ARHGDIA

CRK
COL4A1
LARP4B
GTF3C2

SP1
MCL1

ARHGDIA
ZMYND11

HSPA13
AFF1

TMED2
ETNK1

HDGFL3
HDGFL3
HDGFL3

TET3
USP6NL

SRSF5
PDZD8
NR1D2
PPM1A
PLAG1
KPNB1
BCOR

HDGFL3
TWIST1
PGAP1
PGAP1

SECISBP2L
GNG12

SH3BP4
MECP2

SECISBP2L
MORC3

−2.5 2∆ e



−6

−4

−2

0

2

4

6

hsa−miR−584
G

S
Z

on
−
off

# features = 117

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−584
G

S
Z


